
Osprey 1.1.0
/projectnb2/fastfmri/sdwilli/mrs/ag108a/svs.dat

Metabolite Data -> Sequence: HERCULES; Fitting algorithm: Osprey; Fitting Style: Separate; 
Selected subspecs: sum             
Fitting range: 0.5 to 4 ppm; Baseline knot spacing: 0.4 ppm; ph0: -7.80deg; ph1: 2.82deg; 
refShift: 0.40 Hz; refFWHM: 0.05 ppm
Number of metabolites: 17; Number of MM/lipids: 8 scale: 0.0010541                                   
                         

0.511.522.533.54
chemical shift (ppm)

Osprey Separate sum fit plot:
svs.dat
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