Osprey 2.7.1
/home/juliana/Documents/klifoanae/propofolstudy/Analyses/spectroscopy/DATA_to_preproc/sub-019/ses-prewakepostflicker-mrs/ses-prewakepost
Metabolite Data -> Sequence: OCC_R_SV_PRESS 35 prewake2#; Fitting algorithm: LCModel; Fitting Style:

Separate; Selected subspecs: metab

Fitting range: 0.5 to 4 ppm; Baseline knot spacing: 0.4 ppm; phO: 11.00deg; phl: 4.30deg; refShift: 0.01 Hz;
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LCModel Separate metab fit plot:

ses- prewakepostfllcker mrs sub 019 act. SDAT 1.27+02
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