Batch file: 1 of 4

Difference spectrum and model fit

W/W Wesidual

4.2 4 3.8 3.6 3.4 3.2 3 2.8

Reference signals

Creatine

residual

ppm

For complete documentation, please visit: https://markmikkelsen.github.io/Gannet-docs

Filename:
Area
GABA+:
Glx:
Water:

Cr:

Linewidth
Water:

Cr:

SNR
Water:

Cr:

Fit error
GABA+,Water:
GABA+,Cr:
Glx,Water:
GlIx,Cr:
Quantification

GABA+/Water:
GABA+/Cr:
Glx/Water:
GIx/Cr:

FitVer:
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meas_MID00158_ FID37598 ej...
a_svs_mpress_ ACC_ Met_1l.dat

0.000563
0.000536
10.7
0.00691

10.74 Hz
8.81 Hz

33160
318

6.66%
6.72%
4.05%
4.14%

1.88i.u.
0.08
6.61 i.u.
0.08

230622

3.3.2



