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Filename: mpress_320avg_1k12u_ws dat

Vendor: Siemens
TE/TR: 1202000 ms
Averages: 320
Volume: 25 x 25 x 25 mm®
Spectral width: 4000 Hz
Data points: 2078 (zero-filled to 65536)
Alignment: none
Line-broadening: 3 Hz
Rejects: n/a -wgt avg. used
LoadVer: 240424
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Difference spectrum and model fit
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Relaxation-, tissue-corrected (Gasparovic et al. method)

GSHWater:  1.10iu

Relaxation-, tissue-, alpha-corrected (Harris et al. method)

GSHWater (a =1)  0.82iu

Relaxation-, tissue-, alpha-corrected; group-average-normalized

(Harris et al. method)

GSHWater (a =1)  0.82iu

Quantifyver: 230621




