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GABA+Water: -8.82i.u,
GlxVWater: -88.14 i.u.
Relaxation-, tissue-, alpha-corrected (Harris et al. method)
(GABA+/Water (a=0.5). 817 iu.
GlxWater (o =0.5) -81.66 iu.
tissues, alph group- ge:
(Harris et al. method)
(GABA+/ Water (o =0.5). 637 iu.
Glx/Water (o =05) 63.71iu.
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